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Employment History

2004-date Senior Group Leader, Genome Institute of Singapore, Singapore

2003-date Adjunct Senior Research Fellow, Centre for Molecular Epidemiology,
National University of Singapore

2002-date Assistant Professor of Population Genetics, Harvard School of Public Health,
Boston, MA USA

2002-2004 Group Leader, Genome Institute of Singapore, Singapore

2000-2001 Research Associate, Harvard School of Public Health, Boston, MA USA

Research Interests

Research on the genetic basis of complex diseases and phenotypes, primarily those with immune
involvement. Conducts large-scale SNP association studies in search of genetic factors which
alter susceptibility to: 1.) pulmonary and meningeal Tuberculosis infection, 2.) antibody
response to vaccination against hepatitis B virus, and 3.) psoriasis, a chronic inflammatory
condition of the skin. A member of collaborative teams investigating genetic variation affecting
risk of 1.) sporadic breast cancer, 2.) plasma lipid levels and the risk of coronary disease, and 3.)
susceptibility to infections with Dengue virus and its occasional hemorrhagic sequelae.

Academic Qualifications

1998-2000 Post-doctoral Fellow in Population Genetics Program for Population Genetics,
Harvard School of Public Health, Boston, MA USA

1992-1998 Doctor of Philosophy in Genetics, Department of Organismic and Evolutionary
Biology, Harvard University, Cambridge, MA USA

1988-1992 Bachelor of Science in Biological Sciences, Stanford University, Stanford, CA USA
1988-1992 Bachelor of Arts in Classics, Stanford University, Stanford, CA USA
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Honors and Awards

2000-2002
2000-2005
2000
1993-1996
1992-1993
1996
1997-1998
1994-1998
1994
1994-1996
1995
1991
1991

1990-1992

Visiting Assistant Professor, Institute of Endemic Diseases, University of
Khartoum, visits funded by the Third World Academy of Sciences, Trieste, Italy.
Research Career Award, National Human Genome Research Institute (K22
HGO00053-01; $1,047,678)

National Research Service Award, National Institute of General Medical Sciences
(F32 GM20425-01)

National Science Foundation Predoctoral Fellow

National Institutes of Health Genetics Trainee, Harvard University

L.S.B. Leakey Society Grant for field research in Mali

L.S.B. Leakey Society Grant for field research in Thailand and Vietnam

Arthur Green Fund (Harvard University) Grants for field research in Sudan (1994
and 1998); Ethiopia (1995); and Thailand and Vietnam (1997-1998).

U.S. National Science Foundation -- Graduate University for Advanced

Studies, Yokohoma; Summer Research Fellow at the Japanese National Institute
of Genetics, Mishima

Visiting Scholar, Department of Genetics, Stanford University Medical School
Visiting Scholar, Department of Biology, Addis Ababa University

Howard Hughes Medical Institute Major Grant for thesis research on the
molecular systematics of the butterfly genus, Colias, Stanford University Dept. of
Biological Sciences

Travel Grant for excavation work in Panakton, Greece and for archeological study
in Jordan and Egypt; Stanford Dept. of Classics

Lionel Pearson Travel Grant for study at the Intercollegiate Center for Classical
Studies (Rome) and for archeological study in Tunisia and Turkey; Stanford
University (1990); Classics Undergraduate



