Name : Yijun RUAN
Appt : Associate Director
Senior Group Leader
Division:  Molecular Cloning and Sequencing

Institute: ~ Genome Institute of Singapore
Tel : (65) 6478 8073

Fax : (65) 6478 9059

Email : ruanyj@gis.a-star.edu.sg
Employment History

2002 Sr. Group Leader

Molecular Cloning & Sequencing

Genome Institute of Singapore
1999-2002  Director, Core Genomics and Applications

Large Scale Biology Corporation, Vacaville, California, USA
1996-1999  Sr. Scientist, Genome Technology, Monsanto Company

St. Louis, Missouri, USA

Research Focus

My primary interest is to elucidate the structures and dynamics of all functional
DNA elements in complex genomes through transcriptome characterizations. To
facilitate such understanding we have been developing paired end ditag based
high throughput and high precision DNA sequencing and mapping
methodologies. We also push to apply these sequencing-based technologies to
address complex biological questions such as how cancer cells progress and how
stem cells maintain their unique properties. Another major interest of mine is to
discover previously uncharacterized microbial genes and genomes that are
relevant to human health. To this end, we have established a metagenome
analysis capability that includes a filtration system for isolating uncultured viral
particles, shotgun DNA sequencing and genome sequence assembling
techniques to uncover viral genome sequences from. We are currently trying to
characterize the viral flora in human GI system.
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