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Employment History 
2002-date Sr. Group Leader Clone Production & Management, Genome Institute of 

Singapore.  
Genome wide transcriptome cloning and sequencing  

2002 Group Leader, Molecular Biology, Odyssey Pharmaceuticals. R&D, HTP clone 
production platform. Mammalian Protein Complementation Assays. 
Worked with Dr. Anthony Carrano V.P. of Research  

1998-2002 Group Leader, Senior Scientist, Genomics, Large Scale Biology Corp. R&D,  
cDNA library technology development & target gene discovery.  
Worked with Dr. Yijun Ruan, Director.  

1990-1994 Research Assistant, University of California at Davis. 
Cloning of eukaryotic translational initiation factor eIF-1A from Homo sapiens 
and S cerevisae. Analysis of its role in protein synthesis and cell growth using 
biochemical and genetic approaches. 
Worked with Dr. John W. B. Hershey  

1988-1989 Research Assistant,Natl. Acad. Sci., Taiwan R. O. C. 
Studied the interaction between the promoter region of the large surface protein 
gene of human hepatitis B virus and a liver specific nuclear factor by site-directed 
mutagenesis. 
Worked with Dr. Ling-Pai Ting.  

 
Research Interests 
My research interest is to apply new genomic technologies and high throughput 
automation/sequencing platform to characterize gene expression in complex biological systems. 
Within the cloning and sequencing group, as part of overall goals to understand the 
transcriptome dynamics and complexity, my focus is to integrate our highly sophisticated library 
production capability and high throughput clone processing and sequencing operation to 
characterize transcriptomes in stem cells, cancer biology and model organisms. In addition to all 
the coding transcripts, we also heavily engage in the mapping of all the regulatory elements on 
human genome such as transcription factor binding sites in cancer and stem cells . I am also 
actively involving in the transcriptome data analysis, database design and data mining. With the 
automation platform and efficient gene discovery pipeline, we expect to extend from the 
transcriptome study to the high throughput functional genomic program in the near future.  
 
Academic Qualifications 
1989-1994 Ph.D. Microbiology, University of California at Davis. 

Dissertation: Cloning and characterization of eukaryotic translational initiation 



factor eIF-1A: Analysis of its role in protein synthesis. 
Advisor: Dr. John W.B. Hershey  

1984-1994  B.S. Medical Technology, National Yang-Ming University, Taiwan, R. O. C.  
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